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083316
タイプライターテキスト
28巻号（№315）
2025年1月発行

083316
タイプライターテキスト
《その他感染症情報》トリコモナス膣炎2例：35-39歳1例, 45-49歳1例

083316
タイプライターテキスト
＜報告＞基幹定点(設置定点数3)からの月報対象疾病(薬剤耐性菌感染症)（12月分集計）
・ﾒﾁｼﾘﾝ耐性黄色ﾌﾞﾄﾞｳ球菌（MRSA）感染症8例:60-69歳男1女2例、70歳以上男3女2例
・ペニシリン耐性肺炎球菌感染症1例: 0-4歳女1例
・薬剤耐性緑膿菌感染症0例
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T4 104 114 121 &t 4 104 114 12 &t 4 104 1A 121 &t
Aeromonas hydrophila 0 0 0 2 Haemophilus_influenzae 6 10 8 156 Candida albicans 45 40 29 485
Aeromonas hydrophila/sobria 2 0 0 5 Streptococcus A 5 5 4 71 Chlamydia trachomatis 5 5 4 53
Campylobacter jejuni 22 11 11 181 Streptococcus pneumoniae 8 10 5 108 Neisseria gonorrhoeae 0 0 0 5
Campylobacter coli 0 1 0 1 otk 19 25 17 335 Streptococcus B 63 47 47 607
Campylobacter jejuni/coli 1 1 1 31 A 627 617 596 7442 Trichomonas vaginalis 1 0 0 1
Clostridium botulinum E 2A%t 0 0 0 3 [Eeo 114 92 80 1151
Escherichia coli , EHEC/STEC 2 3 1 17 IS A 677 565 519 7182
Escherichia coli , Z il 0 0 0 3 AR 104 114 125 &t
Plesiomonas shigelloides 1 0 0 2 Acinetobacter spp. 2 3 4 33 &/ S, aureus DGR
Salmonella 04 4 0 0 32 Candida albicans 57 70 76 830 AR 104 114 12/ exis
Salmonella O7 1 3 0 22 Enterobacter spp. 47 35 36 395 MRSA 6 3 3 45
Salmonella_08 1 1 0 14 Enterococcus spp. 318 305 350 3800 S MSSA 0 1 2 14
Salmonella_09 0 2 1 12 Escherichia coli 590 563 620 7118 ® AF LR 0 0 0 0
Salmonella DAl 0 0 0 1 Klebsiella pneumoniae 200 169 186 1901 2t 6 4 5 59
Salmonella #EARH] 1 0 0 1 Klebsiella aerogenes 25 17 22 222 S. aureus 6 4 5 59
Staphylococcus aureus 6 4 5 59 Pseudomonas aeruginosa 110 132 116 1109 MRSA 3 6 4 44
Vibrio cholerae _F&ELASE 0 0 0 1 Staphylococcus aureus 66 47 75 804 7 MSSA 12 4 8 100
Vibrio parahaemolyticus 0 1 0 1 Staphylococcus =7 77— PRtk 218 195 213 2572 3l AF VR 0 0 0 0
Yersinia enterocolitica 1 0 0 3 [ 1633 1536 1698 18784 B 15 10 12 144
PR 42 27 19 391 TR 2908 2740 3315 35503 S. aureus 15 11 12 145
A 373 338 336 4150 MRSA 0 0 0 2
JuRTES B MSSA 0 0 1 2
& (TANR) B4 1073 1173 12 & ﬁg AF LV KA 0 0 0 0
AN AL 10/ 11/ 12/ &t Anaerobes 9 25 46 327 Bt 0 0 1 4
adenovirus 40/41 5 0 3 14 Escherichia coli 182 173 137 1834 S. aureus 0 0 1 4
norovirus FE~EH 1 0 11 117 Enterobacter spp. 12 21 22 148 MRSA 26 17 30 289
rotavirus 0 0 4 8 Haemophilus influenzae 0 0 6 12 MSSA 40 27 45 512
[N 6 0 18 139 Klebsiella pneumoniae 75 73 52 639 R | AFTVRRE 0 0 0 0
RS 124 123 129 1862 Klebsiella aerogenes 5 13 6 69 B 66 44 75 801
Listeria monocytogenes 0 0 2 10 S. aureus 66 47 75 804
{8 (Jish) Pseudomonas aeruginosa 10 18 11 178 MRSA 18 20 37 306
S A 10 114 121 aat Salmonella_Typhi 0 0 0 1 o |-MSsA 39 64 60 534
Entamoeba histolytica 1 0 0 3 Salmonella_spp. 3 0 0 16 i AF VR 0 0 0 0
(e 1 0 0 3 Staphylococcus aureus 57 85 97 841 s 57 84 97 840
A 4 1 2 38 Staphylococcus =17 27 5 —PEatk 123 93 104 1274 S. aureus 57 85 97 841
Streptococcus B 14 8 13 97 MRSA 126 161 170 1686
Zeifilite a7k, UK, Baffiik72E) Streptococcus pneumoniae 1 5 16 54 ws [MSSA 100 149 202 1591
R4 10 11/ 12/ ot FhtE% 491 514 512 5500 g | LTV R 0 0 0 0
Anaerobes 27 28 19 307 A E 6565 6510 8141 82748 L 226 310 372 3277
Escherichia coli 36 29 19 352 S. aureus 226 312 372 3287
Enterobacter spp. 9 4 8 99 WER, KA KB L O FRIENHOM K MRSA 179 207 244 2372
Klebsiella pneumoniae 27 13 16 181 AR 104 114 125 aalk 4 | MSSA 191 245 318 2753
Klebsiella aerogenes 4 4 3 36 Anaerobes 46 58 39 646 [ AF U R 0 0 0 0
Mycobacterium spp. 0 0 0 2 Haemophilus influenzae 43 62 78 760 s 370 452 562 5125
Pseudomonas aeruginosa 5 12 9 77 Klebsiella pneumoniae 105 110 110 1415
Staphylococcus aureus 15 11 12 145 Legionella pneumophila 0 0 0 5
Staphylococcus =27 77— Bl 4 6 2 81 Mycobacterium tuberculosis 3 53 36 361
Streptococcus pneumoniae 0 0 0 3 Mycoplasma pneumoniae 31 33 13 133
Bt 127 107 88 1283 Pseudomonas aeruginosa 136 147 136 1593
A 458 370 396 4870 Staphylococcus aureus 226 312 372 3287
Streptococcus A 2 2 0 35
KIS Streptococcus B 12 22 31 270
Hfi4 104 111 121 P Streptococcus pneumoniae 28 37 37 368
Escherichia coli 0 0 0 3 (e 632 836 852 8873
Staphylococcus aureus 0 0 1 4 BAE 2419 2896 2918 32199
Streptococcus B 1 0 1 4
Streptococcus pneumoniae 1 0 2 4
AR 2 0 4 15
A 171 139 186 1887 sk TEaE L, 202441 H D HORRFH T,






